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oxidn liver microsome hydroxyl 
233: 755 
EthyIDDC 
hepatocyte heme alkylation 238: 263 
Ethyltin 
binding Hb 233: 471 
Ethynylestradiol 
carnitine palmitoyltransferase liver 
237: 593 
Eukaryote 
aminoacyl tRNA synthetase complex 
review 239: 249 
polyamine review 234: 249 
protein purifn Escherichia review 
240: 1 
repeat DNA review 234: 1 
EXAFS 
transferrin iron site structure 
233: 479 
Exercise 
IMP energy muscle senescence 
239: 751 
myosin isoenzyme muscle 238: 55 
prostaglandin release muscle 
240: 437 
protein metab insulin 240: 651 
Extn 
cyclic nucleotide 236: 431 
glycoprotein blood platelet membrane 
240: 147 
lipid erythrocyte heme removal 
233: 921 
methanol lipid oligosaccharide micro= 
some 236: 913 
Extracellular 
matrix collagen glycoprotein MFPI 
236: 299 
matrix retina endothelium morphol 
235: 375 
PH liver urea formation 236: 261 
Eye 
ciliary body glutathione transferase 
237: 365 
lens aldose reductase polyol formation 
240: 233 
Factor 
IX activation kinetics 239: 757 
IX binding liposome 236: 861 
XIV blood coagulation activation 
phospholipid 238: 151 
4 platelet binding heparin 234: 485 
Familial 
hypercholesterolemia lipoprotein 
receptor 233: 683 
Fasting 
protein metab liver muscle endotoxe> 
mia 235: 329 
Fat 
diet phosphate pathway intermediate 
236: 635 
globule milk glycoprotein 233: 725 
unsatd diet liver cholesterol 239: 617 
Fatty 
acid beta oxidn mitochondria liver 
239: 559 
acid binding protein detn 238: 419 
acid brain Zellweger syndrome 
235: 607 
acid chain elongation intestine 
237: 293 
acid formation elongase potato 
237: 41 


acid hepatocyte diet fat 239: 617 

acid mammary starvation refeeding 
237: 85 

acid milk epithelium cell 238: 167 


acid oxidn liver mitochondria obesity 
239: 103 
acid peroxidized photolysis ESR 
240: 789 
acid 5 erage == phosphohydrolase 
adipocyte 239: 275 
acid polyenoic sperm mammal 
240: 891 
acid sheep liver gluconeogenesis 
240: 277 
acid tamoxifen binding site 237: 749 
ester ecdysone egg tick 240: 131 
Feedback 
enzyme pathway kinetics 233: 871 
Feeding 
cafeteria brown adipocyte thermogen= 
esis 235: 337 
liver lipogenic enzyme 235: 87 
mammary gland malic enzyme 
236: 441 
pentose phosphate pathway interme> 
diate 236: 635 
Fenton 
reaction superoxide deoxyribose 
degrdn 234: 225 
Ferritin 
hemosiderin hydroxyl radical 
234: 727 
iron mobilization xanthine oxidase 
239: 169 
iron oxohydroxy heteroarom chelator 
233: 299 
lipid radical damage hemosiderin 
240: 297 
Ferroxidase 
xanthine oxidase 235: 39 
Fetal 
steroid binding protein purifn serum 
40: 7 
Fetoprotein 
alpha drug binding 239: 451 
Fetus 
liver glutathione transferase isoen= 
zyme 235: 741 
liver metallothionein mRNA metal 
238: 23 
pyruvate kinase microsome liver 
235: 103 
Fibril 
amyloid Ig sequence 239: 545 
Fibrin 
gel structure calcium 239: 513 
Fibrinogen 
binding platelet activating factor 
240: 403 
casein kinase 2 heparin 234: 523 
platelet activating factor energy 
238: 885 
thrombin thrombomodulin 237: 243 
Fibroblast 
acetylglucosaminylphosphotransferase 
acetylglucosaminyl phosphodiester= 
ase 235: 883 
apolipoprotein E metab 240: 125 
biotin contg protein 237: 123 
calcium release inositol phosphate 
240: 301 
cell cycle cation transport 239: 745 
chondroitin sulfate proteoglycan 
235: 469 
collagen gene expression scleroderma 
237: 837 
collagen XI glycoprotein MFPI 
236: 299 
hyaluronate formation detachment 
mitosis 239: 445 
lysosome enzyme Chediak Higashi 
238: 589 
lysosome glycoprotein glycosamino> 
glycan degrdn 235: 707 
membrane enzyme fluidization an= 
esthetic 239: 301 
membrane hyaluronate synthase 
growth 237: 333 
protein metab serum deprivation 
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237: 491 
protein phosphorylation alkalinization 
thrombin 238: 451 
pyruvate dehydrogenase complex 
deficiency 239: 89 
smooth muscle small! proteoglycan 
238: 465 
spermidine synthase cyclohexylamine 
233: 307 
tendon collagen formation culture 
239: 179 
Fibronectin 
formation lymphokine glucocorticoid 
238: 365 
Filamentin 
classification sequence gene duplica= 
tion 236: 695 
Fish 
marine liver peroxisome ureidoglyco> 
late lyase 235: 391 
Flavin 
analog flavoprotein enzyme review 
239: 1 
Flavocytochrome 
b2 redox mechanism potential yeast 
238: 745 
Flavodoxin 
Azotobacter Klebsiella nitrogenase 
electron transfer 239: 69 
Flavoenzyme 
nitroalkane oxidn superoxide 
237: 505 
Flavoprotein 
flavin analog review 239: 1 
ubiquinone regulation mitochondria 
oxidn 239: 559 
Flow 
dialysis calmodulin metal exchange 
235: 677 
Fluidity 
lipid membrane intestine calcium 
239: 625 
Fluidization 
membrane fibroblast anesthetic 
239: 301 
Fluorescence 
cucurbitacin reductase 233: 649 
Fluoride 
binding laccase copper site 235: 415 
Fluorimetry 
serine proteinase active subsite 
238: 923 
Fluoromethane 
peptidyl prepn proteinase inhibition 
239: 633 


Fluorometry 
calcium detn quin 2 240: 310 
fatty acid binding protein 238: 419 
FMN 
flavocytochrome b2 redox yeast 
238: 745 
Folate 
polyglutamate deriv methotrexate 
toxicity 236: 193 
Force 
protonmotive mitochondria proton 
permeability 234: 75 
Formaldehyde 
metab inhibition mitochondria liver 
240: 821 
Formylhydroxyphenoxypentanoate 
binding Hb 239: 387 
Forskolin 
adenylate cyclase platelet hormone 
231: 213 
Fragmentation 
actin polymn calcium 239: 801 
Freeze 
thawing vesicle formation microvillus 
236: 771 
Fructose 
bisphosphatase VIP adrenergic agon= 
ist 239: 531 
bisphosphate retrovirus oncogene 
transformation 236: 595 
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diphosphate yeast pyruvate kinase 
kinetics 234: 691 
diphosphatose heart liver phospho> 
fructokinase phosphorylation 
240: 57 
phosphate glycogen synthase phos= 
phorylase regulation 240: 309 
Fucosamine 
teichuronate Bacillus 233: 291 
Fumarase 
aspartase gene sequence Escherichia 


kinetics neg cooperativity 235: 891 
Functional 
group modification enzyme inactiva> 
tion kinetics 237: 589 
Fungi 
pathogenic adsorption maize root 
mucilage 233: 395 
Fusarium 
cellobiohydrolase cellulose hydrolysis 
234: 93 
Fusicoccin 
protein phosphorylation Acer cell 
i 235: 45 


protein adipocyte 240: 35 
GABA 
benzodiazepine receptor brain isola> 
tion 233: 265 
receptor binding brain propanidid 
233: 259 
Galactocerebroside 
sulfate glucocerebrosidase spleen 
237: 655 
Galactosyltransferase 
cation activation mammary Golgi 
membrane 239: 423 
milk blood group antigen 238: 605 
Galaptin 
oxidn modification lung 238: 683 
Galleria 
glutathione transferase binding tri= 
phenylmethane dye 233: 325 
Gamma 
glutamyl cycle diamminedichloropla= 
tinum 237: 713 
irradn monoamine oxidase fragmenta> 
tion radical 240: 489 
ray thymocyte NADPH oxidase 
238: 517 
Ganglioside 
GM1 conformation activator protein 
binding 240: 921 
GM1 metab liver 237: 147 
HPLC dinitrophenylhydrazide 
2552 Too 
Gangliosidosis 
GMI type 1 cat 235: 151 
Gas 
vesicle protein sequence cyanobacteria 
236: 31 
Gaucher 
activator protein mucolipidosis 
233: 763 
disease glucocerebrosidase galactocer= 
ebroside sulfate 237: 655 
GDP 
binding mitochondria brown adipose 
cold 233: 743 
Gel 


chromatog glycoprotein platelet mem= 
brane 240: 147 

chromatog proteoglycan subunit 
mass 235: 553 

Gene 

aminoglycoside phosphotransferase 
Bacillus cloning sequence 
233: 383 

amylase pancreas insulin resistance 
obesity 237: 807 

aroD dehydroquinase sequence Es> 
cherichia 238: 475 

aroL Escherichia cloning sequence 
237: 427 


aspC tyrB sequence cloning Escheric= 
hia 234: 593 
collagen expression fibroblast sclero= 
derma 237: 837 
crp protein synthesis cloning Escher= 
ichia 236: 643 
duplication filamentin classification 
sequence 236: 695 
egasyn liver glucuronidase oligosac= 
charide 240: 445 
expression prolactin calcitrol gluco= 
corticosteroid 233: 513 
expression somatotropin preadipocyte 
differentiation 238: 123 
fumC aspA sequence Escherichia 
237: 547 
gimS transcription terminator trans= 
poson Tn7 234: 111 
lactate dehydrogenase sequence 
mouse 235: 435 
porphobilinogen deaminase Saccharo= 
myces 240: 673 
QUTE dehydroquinase Aspergillus 
sequence transformation 240: 481 
ribulose bisphosphate carboxylase 
plasmid 240: 709 
RNA polymerase sequence pea chlo= 
roplast 236: 453 
serC aroA sequence Escherichia 
234: 49 
trypsin inhibitor cattle 233: 443 
Genetic 
code complementary mRNA peptide 
234: 679 
deficiency androsterone UDP glucuro= 
nosyltransferase 234: 139 
diet copper deficiency mutant 
238: 177 7 
methylhistidine metab mouse 
239: 229 
mixed function oxidase hepatocyte 
culture 239: 785 
Germination 
spore Bacillus inhibitor 237: 865 
Globotriaosylceramide 
conformation activator protein bind= 
ing 240: 921 
leiomyosarcoma metastasis 240: 925 
Globulin 
sex hormone binding purifn 240: 75 
Glucagon 
adenylate cyclase GTP analog 
233: 845 
calcium mobilization phosphoinositide 
235: 663 
calcium transport liver 238: 653 
calcium transport liver phorbol 
238: 737 
calcium transport vasopressin liver 
237: 675 
enzyme regulation liver gluconeogen= 
esis 237: 379 
gluconeogenesis liver 236: 425 
gluconeogenesis liver adenosine cyclic 
phosphorothioate 237: 463 
glucose phosphate liver 238: 185 
Langerhans islet PMA 233: 287 
phenylalanine hydroxylase phospho= 
rylation liver 233: 507 
phosphatidate phosphohydrolase 
liver 240: 253 
pyruvate dehydrogenase kinase liver 
234: 233 
Glucan 
acceptor Candida 240: 495 
Glucoamylase 
maltase microvillus intestine carbohy= 
drate 240: 777 
Glucocerebrosidase 
spleen galactocerebroside sulfate 
237: 655 
Glucocorticoid 
adrenalectomy obesity metab 
238: 459 
liver microsome membrane fluidity 
embryo 239: 41 


Glucocorticosteroid 
calcitrol prolactin gene expression 
233: 513 
RNA polymerase liver 235: 699 
Glucokinase 
Bacillus 237: 415 
cooperativity mechanism 240: 293 
sigmoidal kinetics mechanism 
233: 347 
Gluconeogenesis 
hydroxyisobutyrate kidney liver 
240: 909 
hypoglycin glucose phosphatase 
240: 765 


injury liver phosphoenolpyruvate 
carboxykinase 233: 239 

kidney parathormone mercaptopicoli= 
nate 233: 271 

liver adenosine cyclic phosphoroth= 
ioate 237: 463 

liver glucagon 236: 425 

liver sheep starvation 240: 277 

mitochondria liver dexamethasone 
239: 593 

organ chicken 240: 829 

regulation liver cytosol mitochondria 
236: 61 

regulation liver enzyme 237: 379 

respiration hepatocyte hormone 
236: 789 

Glucosamine 

Trypanosoma variant surface glyco> 

protein 234: 481 
Glucose 

carbamoylcholine calcium transport 
pancreas 233: 865 

dehydrogenase deficiency Plasmodium 
aminoaldehyde 236: 97 

dehydrogenase Sulfolobus 239: 517 

diet liver glycogen starvation 
235: 441 

diphosphate muscle contraction 
240: 747 

formation liver sheep fatty acid 
240: 277 

glycerol metab brain development 


inositol phosphate formation pancreas 
237: 259 

insulin formation mechanism 
235: 459 

insulin release transglutaminase 
235: 269 

isomerase substrate protection detn 
236: 591 

liver uptake metab detn 233: 245 

metab brain newborn 234: 489 

metab brown adipose tissue obesity 
233: 249 

metab insulin cold adaptation 
237: 789 

metab kidney hypertrophy diabetes 
234: 573 

metab mammary gland starvation 
refeeding 239: 269 

metab muscle insulin isoprenaline 
233: 377 

metab obesity 235: 323 

metab organ chicken 240: 829 

muscle artery peripheral insufficiency 
240: 395 

nucleoside transporter carbohydrate 
structure erythrocyte 240: 349 

oligosaccharide myoblast fusion 
238: 335 

pancreas inositol phosphate formation 
238: 773 

phosphatase hypoglycin gluconeogen= 
esis 240: 765 

phosphate dehydrogenase GSSG 
NADPH polemic 234: 741 

phosphate dehydrogenase mRNA 
hormone 237: 617 

phosphate dehydrogenase regulatory 
protein liver 239: 553 





phosphate Hb tetramer dimer equil 
239: 769 
phosphate liver pancreatic hormone 
238: 185 
protein formation heart diabetes 
starvation 236: 543 
transport adipocyte hepatocyte 
240: 115 
transport intestine brush border 
sodium 237: 229 
transport muscle insulin 233: 131 
transport vanadate insulin receptor 
238: 663 
uptake muscle prostaglandin 
240: 437 
Glucosidase 
beta liver glycoside substrate inhib= 
itor 237: 469 
inhibitor myoblast fusion 238: 335 
Glucuronidase 
oligosaccharide liver egasyn gene 
240: 445 
Glucuronosyltransferase 
UDP androsterone genetic deficiency 
234: 139 
UDP isoenzyme liver microsome 
233: 827 
UDP multiple form liver 238: 65 
Glutamate 
essential beta lactamase Bacillus 
233: 465 
metab astrocyte 234: 185 
transamination nerve oxo acid 
234: 605 
Glutaminase 
kidney acidosis 233: 139 
Glutamine 
alanine transport colonocyte 
238: 131 
glycerol metab brain development 
237: 47 
urea formation hepatocyte 239: 773 
Glutamyl 
gamma cycle diamminedichloroplati= 
num 237: 713 
transpeptidase gamma kidney immu= 
nol specificity 238: 913 
Glutathione 
deiodinase liver microsome 234: 391 
dinitrophenyl transport erythrocyte 
ATP 238: 443 
transferase binding steroid liver 
235: 763 
transferase binding triphenylmethane 
dye Galleria 233: 325 
transferase eye ciliary body 237: 365 
transferase heterogeneity placenta 
239: 53 
transferase isoenzyme liver fetus 
235: 741 
transferase K liver 233: 789 
transferase liver triiodothyronine 
233: 595 
transferase subunit bile acid 
233: 407 
transferase subunit human rodent 
nomenclature 237: 731 
transferase subunit organ distribution 
233: 779 
transferase subunit 7 rat 240: 885 
Glyceraldehyde 
hepatocyte metabolite 240: 771 
phosphate dehydrogenase Zymomonas 
238: 275 
Glycerate 
metab kidney pyruvate 237: 691 
Glyceride 
formation liver dexamethasone insulin 
233: 151 
metab mammary adipose lactation 
239: 233 
mono formation mammary 238: 173 
Glycerol 
phosphate dehydrogenase preadipo= 
cyte polyamine 238: 115 


substrate metab brain development 
237: 47 
Glycogen 
liver diet glucose starvation 235: 441 
metab liver opioid peptide 238: 531 
metab muscle insulin isoprenaline 
233: 377 
metab obesity glucocorticoid 
238: 459 
phosphorylase b liver sulfate 
239: 493 
phosphorylase liver adrenaline 
237: 527 
synthase liver hormone calcium 
237: 235 
synthase phosphorylase regulation 
fructose phosphate 240: 309 
Glycogenesis 
insulin receptor cycle liver 239: 609 
Glycogenolysis 
liver adenine nucleotide 237: 773 
Glycogenosis 
phosphorylase b kinase aging rat 
238: 811 
Glycolysis 
enzyme EGF receptor kinase sub= 
strate 239: 691 
pathway enzyme kinetics 234: 169 
retrovirus oncogene transformation 
236: 595 
Glycolytic 
enzyme Zymomonas 238: 275 
Glyconeogenesis 
liver carbohydrate refeeding starva> 
tion 235: 441 
Glycoprotein 
alpha 1 acid hepatocyte culture 
235: 421 
cell adhesion liver membrane 
236: 559 
degrdn lysosome sulfate acetylhexosa> 
mine 235: 707 
estrogen stimulated uterus 240: 413 
formation keratinocyte differentiation 
237: 519 
human parotid saliva binding Strep= 
tococcus 234: 43 
Ib subunit phosphorylation platelet 
234: 373 
IIb IIIa purifn platelet membrane 
240: 147 
IIb subunit platelet membrane 
240: 155 
IRBP sequence species specificity 
240: 19 
lectin binding epidermis keratinocyte 
237: 405 
MFPI collagen XI fibroblast 
236: 299 
milk serum fat globule 233: 725 
oligosaccharide BHK swainsonine 
ricin 233: 697 
property sialate content 236: 149 
sulfation hepatoma cell 235: 407 
Tamm Horsfall oligosaccharide 
236: 821 
variant surface Trypanosoma glucosa> 
mine 234: 481 
Glycosaminoglycan 
deamination cleavage 235: 225 
degrdn lysosome sulfate acetylhexosa> 
mine 235: 707 
proteoglycan aorta lipoprotein hyalu= 
ronate 235: 823 
Glycoside 
substrate inhibitor beta glucosidase 
liver 237: 469 
Glycosphingolipid 
sphingolipid activator protein binding 
model 240: 921 
Glycosylatio: 
complement C1 inhibitor 237: 93 
growth hormone receptor lymphocyte 
238: 379 
secretory protein hepatocyte amine 
240: 739 
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Glyoxylate 
hydroxypyruvate reductase spinach 
leaf 239: 653 
isocitrate dehydrogenase mechanism 
Escherichia 234: 317 
GM1 
gangliosidosis type 1 cat 235: 151 
Goat 
beta mannosidosis storage oligosac> 
charide 234: 175 
mammary epithelium ceil prepn 
238: 167 : 
Golgi 
acetylglucosaminylphosphotransferase 
acetylglucosaminyl phosphodiester= 
ase fibroblast placenta 235: 883 
membrane galactosyltransferase cation 
activation mammary 239: 423 
sugar specific pore liposome mam= 
mary 236: 91 
Granule 
kinase protein C substrate pituitary 
237: $3 
Granulocyte 
macrophage colony stimulating factor 
purifn 235: 805 
Granulosa 
inositol triphosphate LH 238: 597 
Grass 
rye pollen allergen 234: 305 
Growth 
factor fibroblast cation transport 
239: 745 
hormone gene expression preadipo= 
cyte 238: 123 
hormone receptor liver 236: 657 
hormone receptor lymphocyte 
238: 379 
hyaluronate synthase fibroblast mem= 
brane 237: 333 
GSH 
transferase MRNA organ 238: 373 
GSSG 
NADPH glucose phosphate dehydro= 
genase polemic 234: 741 
Fr 


analog adenylate cyclase liver 
233: 845 

calcium efflux microsome inositol 
trisphosphate 234: 311 

insulin receptor dephosphorylation 
234: 527 

protein muscarinic receptor pancreas 
240: 731 

GTPase 

activation thrombin platelet mem= 
brane 237: 669 

platelet activating factor 234: 737 

Guanine 

nucleotide activation polyphosphoino= 
sitide phosphodiesterase calcium 
240: 503 

nucleotide carbachol astrocytoma 
inositol phosphate 239: 141 

nucleotide phosphoinositide hydroly= 
sis pancreas 240: 731 

nucleotide precursor DNA lymphoma 
234: 263 

nucleotide protein acetylcholine artery 
239: 567 

nucleotide protein adrenergic receptor 
235: 399 

nucleotide protein pancreas secretagog 
236: 337 

nucleotide protein platelet thrombin 
238: 109 

nucleotide protein thyroliberin pitui= 
tary 237: 181 

nucleotide regulation phospholipase C 
neutrophil 239: 97 

nucleotide regulatory protein mono= 
clonal antibody 236: 267 

nucleotide vasopressin receptors liver 
240: 361 
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Halogen 
biphenyl uroporphyrin accumulation 
hepatocyte 237: 63 
Halogenated 
biphenyl uroporphyrin liver 235: 291 
Halorhodopsin 
structure function review 238: 625 
Halothane 
hydroxytryptamine uptake platelet 
235: 33 
Haptoglobin 
binding Hb beta subunit 234: 453 
transport hepatocyte cold 237: 33 
Hare 
preuteroglobin cDNA cloning se= 
quence 235: 895 


beta chain antigen determinant 
234: 441 234: 449 

beta subunit binding haptoglobin 
234: 453 

binding BW 12C antisickling 
239: 387 

conformation polyanion chloride 
dromedary 240: 613 

ethyltin binding 233: 471 

heme metab liver 238: 837 

iron spin structure polyanion 
235: 791 

Kempsey ligand kinetics heterogeneity 
238: 353 

ligand binding embryo adult 
234: 151 

liver membrane methionine amino> 
peptidase 234: 469 

retinoate epoxidn caffeate chlorogen= 
ate 239: 641 

subunit interaction region peptide 
234: 457 

tetramer dimer equil glucose phos> 
phate 239: 769 

B 


iron uroporphyrinogen decarboxylase 

liver 238: 871 
Heart 

acetylspermidine formation catechol= 
amine 237: 931 

adenosine cycling oxygen 235: 13 

adenosine tetraphosphate deriv oli= 
gomer 234: 623 

branched chain dehydrogenase protein 
diet 235: 429 

calpastatin mol form 235: 97 

carnitine acylcarnitine translocase 
detn 236: 143 

cytochrome oxidase photoaffinity 
labeling 234: 241 

cytochrome oxidase subunit III kinet= 
ics 234: 569 

cytosol nucleotidase kinetics 
235: 847 

fumarase neg cooperativity 235: 891 

lipase detn diabetes 238: 233 

methylhistidine actin degrdn starvas 
tion 237: 391 

mitochondria branched chain dehy= 
drogenase kinase 237: 285 

mitochondria ketone body oxidn 
diabetes 240: 49 

myosin phosphate metab 240: 205 

phosphatidalcholine phosphatidylcho= 
line acyltransferase 236: 481 

phosphofructokinase phosphorylation 
fructose diphosphatose 240: 57 

plasmenylcholine metab phospholi= 
pase A2 236: 475 

protein formation diabetes starvation 
236: 543 

pyruvate dehydrogenase complex 
239: 89 


pyruvate dehydrogenase moniliformin 
233: 719 

sarcolemma protein kinase isoenzyme 
species 238: 341 


Heat 
shock protein review 240: 313 
HeLa 
cell transferrin receptor mitogen 
238: 721 
DNA formation polyamine 238: 37 
RNA polymerase exogenous DNA 
237: 827 
Helianthus 
microsome cytochrome c P450 reduc= 
tase 235: 365 
Hemagglutinin 
Ricinus structure stability 240: 227 
Hematin 
retinoate epoxidn caffeate chlorogen= 
ate 239: 641 
retinoate epoxidn radical 236: 509 
Heme 
alkylation hepatocyte allylisopropyla= 
cetamide ethyIDDC 238: 263 
b2 flavocytochrome b2 redox yeast 
238: 745 
catalase degrdn bile pigment isomer 
236: 303 
disorder myoglobin 237: 613 
formation hepatoma DMSO 
237: 597 
Hb metab liver 238: 837 
interaction nitrite reductase Pseudo= 
monas 233: 893 
liver tryptophan metab 240: 259 
metab kidney liver diamminedichloro= 
platinum 237: 713 
modification cytochrome c carbodiim= 
ide 240: 181 
nitrite reductase kinetics Wolinella 
233: 553 
removal lipid extn erythrocyte 
233: 921 
retinoate epoxidn caffeate chlorogen= 
ate 239: 641 
Hemin 
cyclooxygenase aspirin acetylation 
platelet 239: 371 
Hemocyanin 
mRNA structure arthropod mollusk 
233: 253 
Hemoprotein 
metab kidney liver diamminedichloro= 
platinum 237: 713 
model protohemin phenyldiazene 
complex 240: 81 
Hemosiderin 
ferritin hydroxyl radical 234: 727 
ferritin lipid radical damage 
240: 297 
Hen 
egg protein riboflavin diet 238: 671 
Heparan 
sulfate proteoglycan review 236: 313 
sulfate structure antithrombin anti= 
coagulant 237: 573 
Heparin 
adipocyte surface lipoprotein lipase 
238: 239 
antithrombin binding domain 
237: 639 
binding apoprotein lipoprotein lipase 
233: 909 
binding platelet factor 4 234: 485 
binding vascular endothelium specif= 
icity 238: 847 
binding zinc entropy 237: 281 
casein kinase 2 fibrinogen 234: 523 
mol wt blood factor Xa 238: 329 
platelet prothrombinase complex 
233: 161 
proteoglycan structure antithrombin 
binding region 240: 625 
receptor kidney membrane serum 
albumin 239: 537 
size antithrombin binding organ 
240: 171 
structure antithrombin anticoagulant 
vertebrate 237: 573 
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submitochondrial particle e2gregation 
235: 297 


Hepatobiliary 


disease bile bilirubin conjugate 
234: 101 


Hepatocyte 


adhesion glycoprotein 236: 559 

albumin haptoglobin transport coid 
237: 33 

asialoglycoprotein receptor detn 
radioassay 234: 131 

cholesterol formation oleate 235: 19 

culture system complement C3 forma= 
tion 235: 421 

EGF insulin 239: 523 

fatty acid diet fat 239: 617 

gluconeogenesis hydroxyisobutyrate 
kidney liver 240: 909 

glucose transport adipocyte 240: 115 

glycogenolysis opioid peptide 
238: 531 
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237: 99 

low density lipoprotein receptor 
240: 549 

metabolite glyceraldehyde 240: 771 
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nucleotidase membrane topog 
236: 495 
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236: 131 
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240: 739 
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238: 365 

urea formation glutamine ornithine 
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heme formation DMSO 237: 597 
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239: 379 
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serine metab enzyme 233: 617 


Herpes 


1 virus infection phosphoinositide 
metab 237: 707 


Heteroarom 


oxohydroxy chelator iron ferritin 
233: 299 
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nuclear RNA turnover stability simu 
lation 233: 905 
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iron porphyrin lysosome mitochondria 
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metabolite erythroleukemia differen= 
tiation 238: 701 


Hexokinase 


D cooperativity mechanism 240: 293 


Hexose 


diphosphate phosphofructokinase 
muscle honeybee 236: 925 

phosphate formation liver 236: 61 

transport myoblast stimulation 
238: 831 


Hexylamine 


pyridoxal phosphate Schiff base 
stability 238: 137 
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equation pyruvate kinase model 
234: 717 
Histamine 
methyltrans‘erase brain cattle 
233: 669 
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decarboxylase kidney 234: 349 
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oxide conformation 233: 493 
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240: 857 
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mammary gland malic enzyme 
236: 441 
mitochondria vol calcium 236: 779 
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phosphatidate phosphohydrolase 
adipocyte 239: 275 
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submandibular gland tonin 238: 145 
Horse 
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235: 755 
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quence 240: 783 
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239: 339 
parotid saliva glycoprotein binding 
Streptococcus 234: 43 
stromelysin collagenase DNA se= 
quence 240: 913 
Hyaluronan 
nomenclature hyaluronic acid 
235: 903 
Hyaluronate 
affinity proteoglycan pH 234: 221 
blood lymph human sheep 236: 521 
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mitosis 239: 445 
proteoglycan aorta 235: 823 
receptor liver endothelium 234: 653 
synthase complex phosphoprotein 
component 237: 343 
synthase fibroblast membrane growth 
237: 333 
synthase Streptococcus 235: 887 
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236: 515 
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acid nomenclature hyaluronan 
235: 903 
Hydration 
liposome aggregation spermine polye= 
thylene glycol 236: 651 
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shift erythrose phosphate isomerase 
239: 739 
transport fibroblast cell cycle 
239: 745 
Hydrogenosome 
enzyme Neocallimastix 236: 729 
Hydrolase 
epoxide phospholipid liver microsome 
233: 607 
Hydrolysis 
peptide sequence mass spectroscopy 
236: 609 
Hydroperoxide 
photolysis ESR 240: 789 
Hydroperoxyeicosatetraenoate 
macrophage eicosanoid formation 
233: 199 
Hydroxide 
phosphate antiporter liver mitochond= 
ria 238: 543 
Hydroxy 
oxo acid shuttle sperm mitochondria 
235: 853 
steroid dehydrogenase porphyrin 
236: 379 
Hydroxyandrostanylpropenone 
inactivation hydroxysteroid dehydro= 
genase 240: 717 
Hydroxyanthraquinone 
prolyl hydroxylase inhibition 
239: 311 


Hydroxybenzoylmethanol 
oxygenase Alcaligenes 239: 469 
Hydroxybutyrate 
dehydrogenase heart mitochondria 
diabetes 240: 49 
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pid liver 237: 359 
glycerol metab brain development 
237: 47 
metab brain newborn 234: 489 
Hydroxycholecalciferol 
cholecalciferol tissue UV 233: 535 
Hydroxycytosine 
DNA osmium tetroxide 235: 531 
Hydroxyeicosatetraenoate 
macrophage eicosanoid formation 
233: 199 
Hydroxyisobutyrate 
gluconeogenesis kidney liver 
240: 909 
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ethanol oxidn liver microsome 
233: 755 
formation assay arom hydroxylation 
237: 499 
monoamine oxidase fragmentation 
mitochondria lipid 240: 489 
protein fragmentation 234: 399 
radical albumin copper ascorbate 
236: 397 
radical cyclodeoxyguanosine DNA 
238: 247 
radical ferritin hemosiderin 234: 727 
radical iron interaction oxothiome= 
thylbutyrate 235: 521 
Hydroxylase 
cinnamate cytochrome P450 Helian= 
thus 235: 365 
phenylalanine liver monoclonal anti= 
body 235: 133 
phenylalanine liver polyamine 
Zot: 200 
phenylalanine phosphorylation liver 
hormone 233: 507 
phenylalanine W L form structure 
236: 679 
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prolyl inhibition hydroxyanthraqui= 
none 239: 311 
Hydroxymethylbilane 
synthase Escherichia 240: 273 
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234: 245 
Hydroxyprogesterone 
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Hydroxypyruvate 
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glucuronosyltransferase liver 238: 65 
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uptake platelet halothane 235: 33 
Hyperbilirubinemia 
infant phototherapy blood analysis 
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insulin resistance 234: 537 
Hypertrophy 
kidney diabetes glucose metab 
234: 573 
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phosphate 234: 579 
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synthetase 239: 241 
myosin isoenzyme muscle 238: 55 
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Hypolipidemic 
drug activation liver microsome 
239: 781 
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osine 238: 395 
carnitine palmitoyltransferase hete= 
rogeneity 236: 137 
insulin resistance 234: 537 
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238: 387 
Hypoxia 
glucose transport muscle 233: 131 
muscle in vitro polemic 238: 622 
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239: 379 
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carnitine palmitoyltransferase malo= 
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amyloid fibril sequence 239: 545 
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membrane 233: 37 
IgE 
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Tleum 
glucose transport sodium 237: 229 
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Immobilization 
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authors policy 233: 1 
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cleavage site proteinase 240: 609 
coypu structure activity 238: 345 
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formation glucose mechanism 
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glucose metab cold adaptation 
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glucose phosphate dehydrogenase 
mRNA 237: 617 
glucose phosphate liver 238: 185 
glucose transport muscle 233: 131 
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lipid metab liver 233: 151 
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233: 565 
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liver 240: 253 
plasma mammary gland starvation 
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240: 437 
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protein metab exercise 240: 651 
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pyruvate dehydrogenase mitochondria 
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236: 535 

receptor precursor oligosaccharide 
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species 240: 19 
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234: 475 
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alk phosphatase mRNA translation 
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diamine oxidase 234: 733 
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Iron 
ferritin oxohydroxy heteroarom chela> 
tor 233: 299 
HCB uroporphyrinogen decarboxylase 
liver 238: 871 
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hydroxyl radical 235: 521 
lysosome mitochondria hexachloro> 
benzene 235: 671 
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acetylhexosaminidase beta seminal 
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236: 221 
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235: 741 
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microsome 233: 827 
Isomaltase 
sucrase microvillus intestine carbohy= 
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acetylspermidine formation spleen 
heart 237: 931 
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cytochrome P 450 HPLC 239: 661 
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bilirubin oxidase liver 236: 625 
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glucose transport sodium 237: 229 
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aequorin mol form 234: 271 
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237: 519 
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enzyme amine pregnancy 234: 435 
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nase 237: 621 
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enzyme 239: 691 
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amine 234: 59 
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233: 859 237: 25 
phosphoglycerate pyruvate Zymomo> 
nas 238: 275 
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cyte cholesterol 234: 13 
phosphoinositide regulation pituitary 
240: 341 
phosphorylase b glycogenosis aging 
rat 238: 811 
protein adrenal angiotensin 238: 905 
protein C dephosphoryiation phos= 
phoprotein phosphatase 240: 63 
protein C macrophage diacylglycerol 
239: 685 
protein C phosphofructokinase phos= 
phorylation 240: 57 
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protein C steroidogenesis ovary 
239: 505 

protein C translocation lymphocyte 
activation 233: 145 

protein Candida 234: 543 

protein insulin polyamine 237: 131 

protein insulin receptor placenta 
233: 677 

protein insulin receptor review 

Jo: 1 

protein isoenzyme heart sarcolemma 
species 238: 341 

protein neurofilament 235: 283 

protein PGE2 formation kidney 
234: 125 

pyruvate dehydrogenase liver glucagon 
octanoate 234: 233 

pyruvate kinetics ammonium potassi> 
um yeast 234: 705 

pyruvate kinetics model yeast 
234: 717 

pyruvate microsome liver fetus 
235: 103 

pyruvate regulation liver gluconeo> 
genesis 237: 379 

pyruvate Saccharomyces kinetics 
234: 691 

pyruvate yeast pH substrate 


regulatory subunit phosphorylation 
dephosphorylation 234: 163 
shikimate gene Escherichia cloning 
sequence 237: 427 
Kinetics 
dansylgalactosamine agglutinin 
234: 515 
enzyme computer program 238: 855 
enzyme error structure analysis 
235: 797 
enzyme fitting regression analysis 
234: 21 
enzyme parameterization 240: 357 
enzyme pathway feedback 233: 871 
enzyme progress curve 233: 599 
enzyme progress curve analysis 
235: 613 
glycolysis pathway enzyme 234: 169 
initial detn enzyme 237: 821 
photoisomerization bilirubin phototh= 
erapy 236: 23 
protein modification inactivation 
237: 589 
sigmoidal enzyme model mechanism 
233: 347 
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cystatin domain cysteine proteinase 
234: 429 
family classification nomenclature 
236: 312 
Klebsiella 
beta lactamase K1 234: 343 
flavodoxin nitrogenase electron trans> 
fer 239: 69 
Kyphoscoliosis 
proteoglycan intervertebral disk 
234: 475 
Laccase 
ESR copper site 235: 415 
sycamore copper deficiency 237: 583 
Lactamase 
beta classification iodopenicillinate 
239: 575 
beta deactivation conformation qui> 
nacillin 237: 723 
beta essential carboxylase 240: 215 
beta essential glutamate Bacillus 
233: 465 
beta K1 Klebsiella 234: 343 
beta self assocn 237: 511 
beta Serratia 239: 581 
Pseudomonas cephalosporin hydroly= 
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Lactate 
dehydrogenase A DNA binding pro= 
tein 233: 913 
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dehydrogenase gene sequence mouse 
235: 435 
dehydrogenase muscle nerve stimula> 
/ tion 239: 115 
' dehydrogenase Streptococcus 
236: 721 
metab brain newborn 234: 489 
metab organ chicken 240: 829 
protein formation heart diabetes 
Starvation 236: 543 
Lactation 
brown adipose tissue glucose metab 
233: 249 
glyceride metab mammary adipose 
239: 233 
hydroxymethylglutaryl CoA reductase 
rhythm 239: 285 
lipolysis adipose noradrenaline 
234: 229 
mammary phosphoribosyl pyrophosp= 
hate 238: 553 
Lactoferrin 
structure oxidative radioiodination 
240: 239 
Lactogen 
binding protein mammary cytosol 
237: 813 
Lactogenic 
receptor liver membrane 236: 657 
Lactotransferrin 
conformation domain interaction 
236: 839 
Lamin 
intermediate filament protein confor= 
mation 238: 305 
Langerhans 
islet glucagon PMA 233: 287 
Lanthanide 
ATPase conformation 234: 363 
Lanthanum 
calcium transport liver 238: 793 
Latherin 
horse sweat themoregulation 
235: 645 
Lead 
metallothionein zinc thionein liver 
233: 541 
Leaf 
glyoxylate reductase spinach 
239: 653 
maize ADP protein phosphotransfer> 
ase 236: 579 
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binding glycoprotein epidermis kera= 
tinocyte 237: 405 
conformation potato 233: 731 
oxidn modification lung 238: 683 
plant antibody binding conformation 
239: 80 
Robinia seed 237: 483 
Leiomyosarcoma 
metastasis globotriaosylceramide 
240: 925 
Leishmania 
histone kinase 240: 641 
Lens 
eye aldose reductase polyol formation 
240: 233 
Leucine 
metab muscle sheep model 233: 417 
Leukemia 
transferrin receptor iron 236: 243 
Leukocyte 
copper transport metallothionein 
ceruloplasmin 240: 281 
elastase inhibition proteinase inhib= 
itor elastin 238: 269 
Leukotriene 
B4 metab neutrophil degranulation 
233: 583 
B4 phagocyte inositol trisphosphate 
caicium 240: 332 
Leydig 
cell cGMP atriopeptin testosterone 
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inositol triphosphate ovary granulosa 
238: 597 
receptor internalization recycling 
testis 233: 369 
steroidogenesis testis calcium cAMP 
236: 45 
LHRH 
steroidogenesis testis calcium cAMP 
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binding Hb embryo adult 234: 151 
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239: 175 
Light 
inositol trisphosphate retina squid 
240: 929 
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mechanism Phanerochaete 236: 279 
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free energy relation regulatory enzyme 


240: 811 
Link 
protein degrdn metalloproteinase 
interleukin 1 237: 117 
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acid formation Borago 240: 385 
Lipase 
detn heart diabetes 238: 233 
lipoprotein adipocyte cachectin 
240: 601 
 poprotein adipocyte surface effector 
238: 239 
lipoprotein adipose distribution 
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tein 233: 909 

lipoprotein liver starvation Intralipid 
236: 273 
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238: 115 
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body corn membrane protein 
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extn erythrocyte heme removal 
233: 921 
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238: 781 
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240: 679 
metab obesity 235: 323 
metab obesity glucocorticoid 
238: 459 
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236: 913 
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genesis 234: 245 
peroxidn tumor 235: 507 
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240: 297 
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liver progesterone prolactin pregnancy 
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lase 240: 13 
mammary gland starvation refeeding 
239: 489 
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enzyme liver feeding starvation 
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Lipolysis 
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starvation 238: 387 
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brown adipocyte adenosine hypothy= 
roidism 238: 395 
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lipase adipocyte cachectin 240: 601 
lipase adipocyte surface effector 
238: 239 
lipase adipose distribution 236: 749 
lipase heart diabetes 238: 233 
lipase heparin binding apoprotein 
233: 909 
lipase liver starvation Intralipid 
236: 273 
lipase preadipocyte polyamine 
238: 115 
low d lymphocyte insulin 233: 565 
low density hydroxyronenal athero= 
genesis 234: 245 
low density metab rat 234: 493 
low density proteoglycan aorta 
235: 823 
low density receptor hepatocyte 
240: 549 
low density receptor immunoassay 
238: 405 
low density receptor immunopptn 
macrophage 233: 683 
secretion liver hormone 233: 151 
Liposome 
aggregation spermine polyethylene 
glycol hydration 236: 651 
binding coagulation factor IX 
236: 861 
phospholipid cholesterol transport 
microsome 238: 647 
reconstitution brush border protein 
235: 111 
Lig 
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platelet phosphoinositide metab 
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Live 
celi membrane fractionation partition 
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Liver 
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239: 671 
aldehyde dehydrogenase acetaldehyde 
formation 238: 617 
aldehyde dehydrogenase esterase 
active site 233: 877 
aldehyde dehydrogenase mechanism 
238: 75 
aldolase B monoclonal antibody 
240: 847 
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236: 379 
alpha mannosidase heterogeneity 
subunit 233: 65 
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aminolevulinate synthase induction 
alc 234: 405 

antiestrogen receptor microsome 
236: 903 

arom amino acid metab 234: 635 

arom amino acid transport 233: 499 

beta acetylhexosaminidase 12 
234: 157 

beta glucosidase glycoside substrate 
inhibitor 237: 469 

branched chain dehydrogenase protein 
deficiency 234: 285 

branched chain dehydrogenase protein 
diet 235: 429 

calcium transport glucagon 238: 653 
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lation GTP 234: 311 
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238: 793 
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ty cGMP 234: 325 
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dehydrogenase vitamin K coumarin 
anticoagulant 236: 685 

deiodinase cytosol component thiol 
activation 238: 787 
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enzyme amine pregnancy 234: 435 
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fatty acid binding protein 238: 419 
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239: 103 
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rylase 240: 309 

ganglioside GM1 metab 237: 147 

gluconeogenesis 240: 829 
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gluconeogenesis glucagon 236: 425 

gluconeogenesis hydroxyisobutyrate 
240: 909 
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237: 379 

gluconeogenesis starvation sheep 
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mRNA 237: 617 
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glucose transport adipocyte 240: 115 

glucose uptake metab detn 233: 245 
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233: 407 
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